
PATENT APPLICATION 
Attorney Docket No. 24881 -301 D 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

Applicant: Fredeking et aL 
Serial No.: 10/038,557 
Filed: January 3, 2002 

Confirmation No.: 8399 

For: COMPOSITIONS AND METHODS FOR TREATING HEMORRHAGIC 

VIRUS INFECTIONS AND OTHER DISORDERS 

Examiner: Not Yet Assigned 

VERIFIED STATEMENT PURSUANT TO 37 § C.F.R. 1.821(f) 

I, Alycen P. Nigro, declare that I personally prepared the computer- 
readable form of the Sequence Listing set forth in the above-entitled case and that 
the content of the paper copy and the computer-readable form are the same. The 
computer-readable file is titled 301DSEQ.002. 

I further declare that all statements made herein of my own knowledge 
are true and that all statements made on information and belief are believed to be 
true; and further that these statements were made with the knowledge that willful 
false statements and the like so made are punishable by fine or imprisonment, or 
both, under Section 1001 of Title 18 of the United States Code and that such 
willful false statements may jeopardize the validity of the application or any patent 

issued thereon. 

Dated at San Diego, California this 24th day of May, 2002. 




Stephanie Seidman 
Registration No. 33,779 
Attorney for Applicant 
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SYSTEMS 
BRANCH 



RAW SEQUENCE LISTING y-' M 

ERROR REPORT 




•The Biotechnology Systems Branch of the Sd^ 

Center (STIQ detected errors when processing the following coDoipater readable 
form: - 

Application Serial Number: . , 

Source: . *Offf ^ " 

Date Processed by STIC: //2 R/2dO:^ ^ \. 

im ATTACHED PIUiyTOtn' EXFLi^S^^^^ 

PLEA5E FORWARD THIS INFORMATION TO THE APmCANT BYEITHER: 

1) INCLUDING A COPY OF TmS PRINTOUT m YOUR NEXT COMAIUraCAlION 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARX SPENCER, 703-308-4212.. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2-1 e-main help: patm21help@uspto.gOV or.phone 703-306-41 19 (IL Wax) 

PATENTJN 3.0 e-mati help: patin3hclp@u.spto.gov or phone 703-306-41 19 (R. Wax) 

• • . . . 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
• .. h ttpj //www.uspto,gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been alTected by treatment given to all incoxniag mail. 

Please consider using alternate methods of submission for &e disk/CD-Rom or replacement disk/CD-Rom. 

■ Any reply including a seoiience listing in electronic form should NOT he 5;ent to the 20231 zip code address for Ifae . 

•United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses; .. • 

1; EFS-Bib (<http!//vvvyw;U5Pto.gov/ebc/ef5/d , EFS Submission 

.User Manual - eP AVE) 

2. U.S. Postal Service; U.S. Patisnt and Trademark Office, Box Sequence, jPlO. Box 2327, Arlington, VA 22202 . 

3. Hand Carry directly to: 

U.S. Patent and TradcmarlQ Office, Technology Center 1 600;' Reception Area; 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 Soudi Ckik Street, Arlington, VA 22202 

Or : .y 

. ! • U.S. Patent and Tiadcmark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza l>vo, 
■ 201 1 South Claik Place, Arlington, VA 22202 

4. Federal Express, United Parcel Sei-vice, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence. Room 1B03-Mailroom, Crystal Plaza T«vo, 201 1 South Clark Place, Arlington, VA 22202 

Revised 01/29/2002 
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RAW SISQOTKCC IiXSTXNG 
PATENT APPLICMION: CS/10/038, 557 

Inpur set : A:\30ldse<i. 001 

Output Set: Ms\CR£'3\012S2002\J03fl557.xaw 



DATE: 01/2 8/ /too 2 
TIME: 18:06:10 
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Does Not Compiy 
Corrected Diskette Needec. 



<110> APPLICANT: fredekiag, Terry M, 

Igaatyev, George M. vy 

<120> TITLE OF INVENTION; COMPOSITIONS AND METHODS FOR TREATING HEMORRHAGIC VIRUS 

INFECTIONS AND OTHER DISORDERS 
<130> FILE REFERENCE: 24881-301D 

<140> CURRENT APPLICATION NUMBER: US/10/03B, 557 

<141> CURRENT FILING PATE: 2002-01-03 

<150> PRIOR APPLICATION NCTMBFR: 09/840,707 

<151> PRIOR PILING DATE: 2001-04-23 

<150> PRIOR APPLICATION NUMBER: 09/562,979 

<151.> PRIOR PTLTMG DATE: 2000-04-27 

<150> FRIOR APPLICATION NUMBER: 60/198,210 

<151> PRIOR FILING DATE: 1999-04-27 

<160> NUMBER OF SEQ ID NOS: 26 

<170> SOFTWARE: Patentin ver. -2.0 . 

<210> SEQ ID NO: 1 

<211> LENGTH: 271 

<212> TyPB: PRT 

<213> ORGANISM: Homo sapiens 

<220> FEATURE: 

<223> OTHKR iNii-ORMATlON : Recombinant InterXeulcJn T-alpha 
<300> PtTBLICATTON INFORMATION: 

<308> DATABASE ACCESSION NO: AAA59134/GenBanK I x 'w. ^. JL^OU^ 



Met Ala Lys Val pro Asp Met Piie Glu Asp Leu Lys Aan Cya Tyr Ser 
1 5 • 10 15 



<$gB<r>' PUBLltllAXXON INFORMATION? 



Glu Asn Glu Glu Asp Ser Sex Ser lie Asp His Leu Ser Leu Asn Gin 

20 25 30 

Lys Ser Phe Tyr His Val Ser Tyr Gly Pro Leu His Glu Gly Cys Met 

35 40 45 

Asp Gin Ser Val Ser Leu Ser lie Ser Glu Thr Ser Lys Thr Ser Lys 

50 55 60 

Leu Thr Phe Lys Glu Ser Met Val Val Val Ala Tlir Asn Gly Lys Val 
65 70 75 80 

Leu Lys Lys Arg Arg Leu Ser Leu Ser Gin ser lie Tlir Asp Asp Asp 

85 90 95 

Leu Glu Ala lie Ala Asn Asp Ser Glu Glu Glu lie lie Lys Pro Arg 

100 105 110 

Ser Ala Pro Phe Ser Phe Leu Ser Asn val Lys Tyr Asn Phe Met Arg 

115 120 125 

lie lie Lys Tyr Glu Phe lie Leu Asn Asp Ala Leu Asn Gin Ser lie 

130 135 140 

lie Arg Ala Asn Asp Gin Tyr Leu Thr Ala Ala Ala Leu His Asn Leu 




;ZJ^j^r^ ^^^^^ 



filev'/C:NCRF3\OutholdWsrJ038557Jitm 



1/28/02 



UAW SEQUENCE LISTING nATE: Ul/28/2002 

PATBWT APPLICATION: US/10/03a , 557 TIME: 18: 06; 10 

« ■ . ■ 

Input Set : As\301dseg.001 
Output Set: Nr\CKJF3\01282002\Jp38557.raw 
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93 <211> LENGTH: 269 

94 <212> TWE: PRT 

95 <213> OKGAWiSM: Hoiao sapiens 

97 <220> PEATTIRE: 

98 <223> OTHER INFOKMATION: InterleuKin-1 beta (catabolin) 

100 <300> PUBLICATION INFORMATION: 

101 <3il0> DATABASE ACCESSION^ NO 

W — > 103 pTTBLICATIOK INFORMATION: 
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JiaW SKQUJSNCE LISTXNG DATE: 01/28/2002 

PATENT APPLICATION: US/iO/038 • 557 TIME: 18:06:10 

Input Set : A:\30ldsec[.ooi 

output SeL: Ms\CM3\oi2 82002\J03 8557 . raw . 
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159 <212> TYPE: PRT 

160 <213> ORGANISM: Homo sapiens 

162 <220> FEATURE: 

163 <223> OTHER INFORMATION: interlenlcln-l receptor. Type I precursor 

165 <300> PUBLICATTON INFORMATION: 
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RAW SEQUENCE LXSTTNG DATE: 01/28/2002 

PATENT APPLICATION: US/10/038,557 TIME: 18:06:10 

Input Set : A:\3 01dseq.001 

Output set: II:\ClU?3\01282002\J038557.raw 
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279 <210> SEQ ID NO: 4 

280 <211> LENGTH: 398 

281 <212> TYPE; PRT 
2 82 <213> ORG2UJ1SM: Homo sapiens 

284 <220> FEATURE: 

285 <223> OTHER INFORMATION: Interleukin- 1 rece-ptor, Type II precursor 

287 <300> PUBLICATION INFORMATION: 

288 <308> DATABASE ACCESSION NO: P27 930/GenBank 
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RAW SEQUENCE LISTIHG DATE; 01/28/2002 

PATENT APPLICATION: US/10/03S, 557 TT^^K: 18:06:10 

input Set : A:\301dseq.ool '^^^^^ ^YP^-^ of em^rs sho^'n exi\'?t thrr>tl^^^ 

Output Set: H:\CIir3\01282002\J03a557 ,raw__^^^.?■"*^eq;^^^ 

** y jequciicca fui* similar erxois. i;:,. 



W — > 290^3ae->-^UBLICATION INFOBKATTON: ^^l^d^^^ 



29T- 
» ^ ^ 


■■■ Bfet 


Jjeu 


Arg 


Tieu 


Tvr 


Val 


Leu 


val 


Met 


Gly 


Val 


Ser 


Ala 


Phe 


Tlir 


Leu 


292 


1 








5 










10 










15 


• 




Gin 




Ala 


Ala 


HI S 


Thr 


Gly Ala 


Ala 


Arcf 


Ser 


Cys 


2\xg 


Phe 


Arq 


Gly 


295 








20 










25 










30 






Mil ^ * 


Ato" 


His 

w4 wtm 


Tyr 


Lya 


Arcr 


Glu 


Phe 


Arg 


Leu 

^krf 4^ 


Glu 


Gly 


Glu 


Pro 


val 


Ala 


Leu 


A 7 u 






35 










40 










45 








300 

mm %r W 


A2rC7 


cvs 


Pro 


Gin 


val 


Pro 


Tyr 


Trp 


Leu. 


Trp 


Ala 


Ser 


Val 


Ser 


Pro 


Arg 


301 




50 










55 










60 










303 


lie 


Asn 


Leu 


Thr 


TrD 


His 


Lys 


Asn 


ASD 


Scr 


Ala 


Arg 


Thr 


Val 


Pro 


Gly 


304 

w V V 


65 










70 










75 










80 


306 

v# 


Giu 


Glu 

«A 


Glu 


Thx 


ArcT 


Met 


Trp 


Ala 


Gin 


Asp 


Gly 


Ala 


Leu 


Trp 


Leu 


Leu 


307 










85 










90 










95 




309 


Pto 


Ala 


Leu ^Gln 


Glu 


Asp 


Ser Gly 


Thr 


Tyr 


Val 


Cys 


Thr 


Thr 


Arg 


Asn 


310 








100 










105 










110 






312 


Ala 


Sbt 


xy r. 


Jf s» 


Asp 


Lys. Mer 




He 


Glu 


Leu 


Ar5 


val 


Phe 


Glu 


Asn 


313 






115 










120 

JU A W 










125 








315 










Leu 


— JB. 


FAe 


jtXe 


Ser 


Tvr 
* jf ^ 


Pro 


Gin 


He 


Leu 


Thr 


Leu 

wmm ^Bi^ 


316 




130 

JL J w 




















140 










310 


1^ ^ * 


^ AAA 




^sxy 


Val 


Leu 


Val 


cys 


Pro 


ASD 


Leu 


Ser 


Glu 

MM «A 


Phe 


Thr 


Arg 


319 


145 
^ ^ ^ 










150 










155 










1 fiO 


321 

V mt 


AfiD 


liVS 


Tlir 


Asp 


Val 


Lys 


He 


Cln 


Trp 


Tvr 


LVS 


Asp 


Snr 


Leu 


Leu 


Leu 


322 










165 










170 










175 




324 


Asp 


LVS 


ASp 


Asn 


Glu 


Lys 


Phe 


.Leu 


Ser 


Val 


Ara 


Gly 


Thr 


Thr 


His 


Leu 


325 








180 










3 as 










190 






327 


Ma ^5 V» 


val 


uls 


Asp 


Val 


Ala 


Leu 


Glu 


ASD 


Ala 


Glv 


Tvr 


Tvr 


Arcr 


Cvs 


Val 


328 

V A 9 






1.95 










200 










205 








330 






Phe 


Ala 


His 


Glu 


Gly 


Gin 


Gin 


J 


ASTi 


He 


Thr 


Arcr 


Ser 


Hg 


331 




310 

^ JL V 










215 










220 

A M w 










333 


Glu 

^■t wL 




Arg 


Xle 


XjVS 


Lys 


Lys 


Lys 


Glu 

S7 d» V* 


Glu 
4* 4m 


Thr 


He 


Pro 

f 4^ 


Val 


lie 


He 


«? «9 4 


9 S 
^ ^ ^ 










230 




















240 


'53fi 

«9 V 






Leu 


Lys 




He 


Ser 


Ala 






Glv 










Tift 












^ H s 




















^ ^ ^ 




339 
«y ^ ^ 


£^ ^ Vi' 




Lys 


Val 




Leu 


Gly 


Thr 






Pro 


Leu 


Thir 

A AAA 


Thr 


Mot 




5 ^ r» 








260 










O C Q 
















342 


T7-p 


Trp 


Th.r 


Ala 


ASU 


Asp 


ilir 


Uls 


He 


Glu 


Ser 


Ala 


Tyr 


Pro 


Gly 


Gly 


343 






275 










280 










285 








345 


Arg 


val 


Thr 


Glu 


Gly 


Pro 


Arg 


Glu 


Glu 


Tyr 


Ser 


Glu 


Asn 


Asn 


Glu 


Asn 


346 
























300 










348 


Tyr 


He 


Glu. 


Val 


Pro 


Leu 


He 


Phe 


Asp 


Pro 


val 


Thr 


Arg 


Clu 


Asp 


Lea 


349 


305 










310 










315 










320 


351 


His 


MeL 


Asp 


Phe 


Lys 


Cys 


Val 


Val 


His 


Asn 


Thr 


Leu 


Ser 


Phe 


Gin 


Thr 


352 










325 










330 








1 


335 




354 


Leu 


Arg 


Thr 


Thx 


Val 


Lys 


Glu 


Ala 


Scr 


Ser 


Thx 


Phe 


Ser 


Trp 


Gly 


He 


355 








340 










34 5 










350 






357 


Val 


Leu 


Ala 


Pro 


Leu 


Ser 


Leu 


Ala 


Phe 


Leu 


Val 


Leu 


Gly 


GXy 


Zle 


Trp 


358 






355 










360 










365 








360 


Met 


His 


Arg 


Arg 


Cys 


Lys 


His 


Ar^ 


Thr 


Gly 


Lys 


Ala 


Asp 


Gly 


Leu 


Thr 


361 




370 










375 








380 
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VERIFICATION SUMMARY DATE: 01/28/2002 

PATENT APPLICATION: Ue/IO/038 , 557 • TIME: 18:06:i:i 

Input Set. : A:\301dseq.001 ' 

Output set: lfACitF3\0i282002\J038557,raw 

liill M:270 C: Current Application Muinber differs, Replaced Current Application Nunitoer 

L:12 M:271 C: Current Filing Date differs, Replaced Current Filinq Date 

L:38 MI25G W: Invalid Numeric Header Field, idenLilier <309> Expected, SeQ:1 

L:103 M:256 W: invalid Nunieric Header Field, identifier <309> Expected, SEQ:2 

L:16 8 M:256 W: Invalid Numeric Header Field, Identifier <309> Expected, SEQ:3 

L:290 M:256 W: Invalid Numeric Header Field, Identifier <309> Expected, SEQ:4 

L:37S) M:256 W: Invalid Numeric Header Field, Identifier <309> Expected, SEQ:5 

L:840 M:283 W: Missing Blank Line separator, <22n> field identifier 

L:872 M:?56 W:. Invalid Numeric Header Field, Identifier <309> Expected, SEQ:14 • 

L:932 M:256 W: Invalid Numeric Header Field, Identifier <309> Ttvpected, <;eQ:15 . 

L:986 M:256 W: Invalid Nnmerl.c Header Field, Identifier <309> Expected, SEQ:16 

L:1090 M:2!>6 W: Invalid Numeric Header Field, identifier <309> Expected, SEQ:17 



•ij.'i. 



1/28/02 



